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Introduction
• Characterizing variation in growth across populations is critical to
understanding within-taxon developmental plasticity and the
evolution of life history patterns.
• In vervets, differences in sexual dimorphism across populations (Table
1) suggest that developmental patterns may differ within the genus.
• We conducted a preliminary analysis of static allometry across three
major populations of vervet monkey to assess whether and where we
might see these differences develop during ontogeny.
Fig.	1Table	1
Methods
• With the International Vervet Research Consortium [1], we trapped 936
vervet monkeys in three populations (Kenyan C. pygerythrus, South African C.
pygerythrus, and C. sabaeus from St. Kitts & Nevis).
• We collected 10 different body measurements from each individual from 7
dental age classes in both sexes [2], including mass, body breadth and length,
segmental limb lengths, and chest circumference (Fig. 1) [3].
• We calculated multivariate allometry coefficients, derived using PCA on z-
standardized, log-transformed trait values (including the cube-root of body
weight) in the statistical programming package R [4].
• Compared to isometric vector (1/√p = 0.316) to assess deviance from isometry.
• Bootstrap method was then used to estimate 0.95 confidence intervals (n =
1000 replicates) [5].
• When conducting a multivariate PCA including body size on pooled groups,
PC1 is considered representative of variation in size, while PC2 represents
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n =	21,	17,	15 n =	0,	7,	7
n =	27,	54,	20 n =	8,	34,	12
n =	12,	14,	13 n =	7,	13,	4
n =	17,	28,	11 n =	11,	32,	7
n =	4,	13,	5 n =	1,	4,	7
n =	1,	19,	17 n =	20,	44,	35
n =	47,	69,	54 n =	60,	113,	42
Conclusion
